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The recipient's peripheral blood is collected and the Peripheral Blood Mononuclear Cells (PBMCs) are isolated by
density gradient Centrifugation. In parallel, pericardial fluid (PF) is collected and undergoes a two-step centrifugation Clustering distance for rows:: no clustering, Clustering distance for columns: Manhattan; Clustering method for columns:complete
process: First, it is spun at 400 g for 10 minutes (repeated twice) to isolate the cells. Then, it is spun at 18,000 g for
20 minutes to concentrate the large extracellular vesicle (IEV) fraction. The isolated cells and concentrated IEV

fraction are then stained with surface antigens and analysed by flow cytometry. Re S u l t S I I

Flow cytometry gating strategy:
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